ccccgccgtg agtgogctct caccccagtc 
gtgacatctg ccctggccgg ccagogocga 
aaattccagt tttccagcao caoggaacog 
attattactg tgtctactaa tggaagtatt 
agaaatacgg tcttggtatg gagattagta 
acgtttgatg aoagatttgg gcttgaagoc 
gtagaagttg agga~acccdg tgatggaacl 
gtaccaggaa aacagatttc taaaggaaat 
tattttcctt ctgoaccogg gttctgcatc 
gaagctgtga gtccttcogt gctaccccct 
gctataactg cctttagtac cttggaagac 
cagttggact togaagotct atataggcca 
tttggaagaa aatccagagt ggtggatctg 
agctgcacoc ctcgtaactt ctcagtgtcc 
at t ttctggc caggttgtct cctggttaaa 
cacoottgca atgaatgtca atgtgtccca 
cttcagttga gaccaaagoc cggtgtcagg 
ctggagcacc atgaggagtg tgactgtgtg 
coccaccagc agctcttgcc cofofctgtg 
tatgcgttat ctccatcctt aatctcogtt 



ogccaootgo gcctcttcgg gcttctcctg 60 
gggactcagg cggaatccaa cctgagtagt 120 
aocggagtac aagatcctca gcatgagaga 180 
cacagcccaa ggtttcctca tacttatcca 240 
gcagtagagg aaaatgtatg gatacaactt 300 
ccagaagatg acatatgcaa gtatgotttt 360 
alattagggc gctggtgtgg ttctggtact 420 
caaattagga taagatttgt atctgatgaa 480 
cactacaaco ttgtcatgcc acaattcaca 540 
tcagctttgc cactggocct gcttaataat 600 
cttattcgat atcttgaacc agagagatgg 660 
acttggcoac ttcttggcaa ggcttttgtt 720 
aaccttctaa cagaggaggt aagattatac 780 
ataagggaag aactaaagag aaccgatacc 840 
cgctgtggtg ggaactgtgc ctgttgtctc 900 
agcaaagtta ctaaaaaata ccacgaggtc 960 
ggattgcaca aatcactcac cgacgtggcc 1020 
tgcagoggga gcacaggagg atagccgcat 1080 
cagtgcagtg gctgattcta ttagagaacg 1140 
gtttgcttca aggacctttc atcttcagga 1200 
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tttocogtgt attctgoaog aggogacatc 
tttgagagga ggcctaaagg acaggagaaa 
gttgtattaa atagatcacc agctagtttc 
ggttctgtat ttcagttctt tcgotacggc 
gtgcaagtga gcacctgatt ccgttgcctt 
taaaatcgta taaaatctgg attttttttt 
cagaacattc totgtactac aaacctggtt 
aacttgtgtc rtgctgatag gacagactgg 
catttagaag aagagaacta cattcatggt 
gccttatcct cactttatcg ataagtgact 
tctccttttg acattataac tgttggcttt 
caaaggtott taatattctt ttttatgaca 
tt tttctaaa cacaattgtt atagccagag 
cctggacaao aatacatgta tntccatccc 
attttaaaao acctgaattg ggaanggaan 
ataattaa 



aoacagaott aggacttgtg caacagctct 1260 
oggtcttcaa tcgtggaaag aaaattaaat 1320 
agagtcacco tgtacgtatt ccactagctg 1380 
ttagggtaat gtcagtacag gaaaaooact 1440 
gcttaactct aaagctccat gtcctgggcc 1500 
ttttttttgc tcatattcac atotgtaaac 1560 
tttaaaaagg aactatgttg ctatgaatta 1620 
atttttcata tttcttatto aaatttctgc. 1680 
ttggaagaga taaacctgaa aagaagagtg 1740 
ttatttgttt cattgtgtac atttttatat 1800 
tctaatcttg ttaaatatat ctatttttac 1860 
acttagatca actattttta gcttggtaaa 1920 
gaacaaagat ggatataaaa atattgttgc 1980 
ggaatggtgc tagagttgga ttaaacctgc 2040 
ttggtaaggt tggccoaanc ttttttgaaa 2100 

2108 
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Met Ser Keu Phe Gly Leu Leu Leu Cal Thr Ser Alo Leu Ala Gly Gin 

15 10 15 

Arg Arg Gly Thr Gin Ala Glu Ser Asn Leu Ser Ser Lys Phe Gin Phe 

20 25 30 

Ser Ser Asn Lys Glu Gin Asn Gly Val Gin Asp Pro Gin His Glu Arg 

35 40 45 

He He Thr Val Ser Thr Asn Gly Ser He His Ser Pro Arg Phe Pro 

50 55 60 

His Thr Tyr Pro Arg Asn Thr Val Leu Val Trp Arg Leu Val Ala Val 
65 70 75 80 

Glu Glu Asn Val Trp l ie Gin Leu Thr Phe Asp Glu -Arg Phe Gly Leu 

85 90 95 

Glu Asp Pro Glu Asp Asp He Cys Lys Gly Asp Phe Val Glu Val Glu 

100 105 110 

Glu Pro Ser Asp Gly Thr He Leu Gly Arg Trp Cys Gly Ser Gly Thr 
115 120 125 

Val Pro Gly Lys Gin He Ser Lys Gly Asn Gin He Arg He Arg Phe 

130 135 140 

Val Ser Asp Glu Tyr Phe Pro Ser Glu Pro Gly Phe Cys He His Tyr 
145 150 155 160 

Asn He Val Met Pro Gin Phe Thr Glu Ala Val Ser Pro Ser Val Leu 

165 170 175 

Pro Pro Ser Ala Leu Pro Leu Asp Leu Leu Asn Asn Ala He Thr Ala 

180 185 190 

Phe Ser Thr Leu Glu Asp Leu He Arg Tyr Leu Glu Pro Glu Arg Trp 

195 200 205 

Gin Leu Asp Leu Glu Asp Leu Tyr Arg Pro Thr Trp Gin Leu Leu Gly 

210 215 220 

Lys Ala Phe Val Phe Gly Arg Lys Ser Arg Val Val Asp Leu Asn Leu 
225 230 235 240 

Leu thr Glu Glu Val Arg Leu Tyr Ser Cys Thr Pro Arg Asn Phe Ser 

245 250 255 

Val Ser I le Arg Glu Glu Leu Lye Arg Thr Asp Thr He Phe Trp Pro 

260 265 270 

Gly Cys Leu Leu Val Lys Arg Cys Gly Gly Asn Cys Ala Cys Cys Leu 
275 280 285 
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His Asn Cys Asn Glu Cys Gin Cys Vol Pro Ser Lys Vol Thr Lsy Lys 

290 295 300 

Tyr His Glu Vol Leu Gin Leu Arg Pro Lys Thr Gly Co I Arg Gly Leu 

305 310 315 320 

His Lys Ser Leu Thr Asp Vol Ala Leu Glu His His Glu Glu Cys Asp 

325 330 335 

Cys Vol Cys Arg Gly Ser Thr Gly Gly 
340 345 
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cgggtaaatt ccagttttcc agcoacaagg 
ogagaattat toctgtgtct actoatggaa 
otccaagaaa tacggtcttg gtatggagat 
aacttacgtt tgatgaoaga tttgggcttg 
at t ttgtaga agttgaggaa cccagtgatg 
gtactgtocc aggaaaocog atttctooag 
otgaatattt tccttctgaa ccagggttct 
tcacagaagc tgtgagtcct tcagtgctac 
a toot gc tat aactgccttt agtdccttgg 
gatggcagtt ggacttagaa gatctatata 
ttgtttttgg aagaaaatcc agagtggtgg 
tatacagctg cacacctcgt oacttctcag 
ataccatttt ctggccaggt tgtctcctgg 
gtctccacao ttgcaatgaa tgtcaatgtg 
aggtccttca gttgagacca aasaccggtg 
tggccctgga gccccatgag gagtgtgact 
cgcatcacca ccagcagctc ttgcccagag 
gaacgtatgc gttatctcca tccttaatct 
caggatttac agtgcattct gaaogaggag 
gctcttttga gaggaggcct aaaggacogg 
taaatgttgt ottaaatago tcaccagcta 
agctgggttc tgtatttcag ttctttcgat 
ooactgtgca agtgagcacc tgottccgtt 
gggcctaaaa tcgtataaaa tctggatttt. 
taaaccagaa cattctatgt octacaaacc 
aattoaactt gtgtcatgct gataggacog 



aacagaacgg agtacaagat cctcagcatg 60 
gtattcacag cccaaggttt cctcatactt 120 
tagtagcagt agaggaaaat gtatggotoc 180 
aagocccaga ogatgacata tgcaagtatg 240 
gaactotott agggcgctgg tgtggttctg 300 
gaaotcaoat toggataaga tttgtatctg 360 
gcatccocta caacattgtc atgccacaat 420 
ccccttcagc tttgccactg gacctgctta 480 
aogaccttat tcgatatctt gaaccagaga 540 
ggccaacttg gcaocttctt ggcadggctt 600 
otctgaacct tctaacagag gaggtaagat 660 
tgtccotaog ggaagaocta oagagaaccg 720 
ttaaacgctg tggtgggaac tgtgcctgtt 780 
tcccaagcaa agttactaaa aaataccacg 840 
tcaggggatt gcacaaatca ctcaccgacg 900 
gtgtgtgtag agggagcaco ggaggatogc 960 
ctgtgcagtg cagtggctga ttctattoga 1020 
cogttgtttg cttcaaggac ctttcatctt 1080 
acatcaaaca gaattaggog ttgtgcaaca 1140 
agaaaaggtc ttcaatcgtg gaaagaaaat 1200 
gtttcagagt taccatgtat gtattccact 1260 
acggcttagg gtaatgtcag tacaggaaaa 1320 
gccttgctta actctaaagc tccatgtcct 1380 
tttttttttt tttgctcata ttcacatatg 1440 
tggtttttaa aaaggaacta tgttgctatg 1500 
actgga 1536 
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Glu Gin Asn Gly Val Gin Asp 

10 15 
Ser Thr Asn Gly Ser He His 

30 

Arg Asn The Vol Leu Val Trp 
45 

Trp He Gin Leu Thr Phe Asp 
60 

Asp Asp He Cys Lys Tyr Asp 
75 80 

Gly The He Leu Gly Arg Trp 
90 95 

Gin lie Ser Lys Gly Asn Gin 

110 

Tyr Phe Pro Ser Glu Pro Gly 
125 

Pro Gin Phe Thr Glu Ala Val 
140 

Leu Pro Leu Asp Leu Leu Asn 
155 160 
Glu Asp Leu He Arq Tyr Leu 
170 175 

Glu Asp Leu Tyr Arg Pro Thr 

190 

Phe Gly Arg Lys Ser Arg Val 
205 

Val Arg Leu Tyr Ser Cys Thr 
220 

Glu Glu Leu Lys Arg Thr Asp 
235 240 

Val Lys Arg Cys Gly Gly Asn 
250 255 

Glu Cys Gin Cys Val Pro Ser 

270 

Leu Gin Leu Arg Pro Lys Thr 
285 

Thr Asp Val Ala Leu Glu His 
300 

Gly Ser Thr Gly Gly 
315 
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cocctggoga cacagaagag ggctctagga 
accctgcgat tctctgctgc cagagccggc 
ccgggctggg ctgagccttg gagtcgtcgc 
gccccagtca gccaaatgct cctcctcggc 
caaagaocgg ggactcgggc tgagtccaac 
aaggaacaga acggagtgca agatccccgg 
gggagcatcc acagcccgaa gtttcctcat 
agattagttg cagtagatga tatagtgcgg 
ctggaagotc cagaagacga tatatgcaag 
gatggaagtg ttttaggacg ctggtgtggt 
aaaggaaatc atatcaggat aagatttgta 
ttctgcatcc actacagtat tatcatgcca 
ttgccccctt catctttgtc attggacctg 
ttggaagagc tgattcggta cctagagcca 
tacaagccaa catggcagct tttgggcaag 
gtgaatctga atctcctcaa ggaagaggta 
tcogtgtcca tacgggaaga gctaaagagg 
ctggtcaagt gctgtggogg aaattgtgcc 
tgtgtcccac gtaaagttac aoaaaagtac 
ggagtcaagg gattgcataa gtcactcact 
gactgtgtgt gtagaggaaa cgcaggaggg 
gcactggcat tctgtgtacc cccacaagca 
gctctcagct gctgatgctg gctatggtaa 
gttgtttgct tcaatogcct tcccctgcag 
caccaanagg agtcaatcac aaogcactgc 



aaaattttgg otggggatta tgtggaaact 60 
cqggcgcttc caccgcagcg cagcctttcc 120 
ttccccagtg cccgccgcga gtgagccctc 180 
cctcctcggc ctcctcctgc gctggccggc 240 
ctgagcagca agttgcagct ctccagcgac 300 
catgagagag ttgtcactat atctggtaat 360 
acgtacccaa gaaatatggt gctggtgtgg 420 
atccagctga catttgatga .g.ag.attt.ggg 4.80 
tatgattttg tagaagttga ggagcccogt 540 
tctgggactg tgccaggaaa gcagacttct 600 
tctgatgdgt attttccotc tgaacccggo 660 
caagtcacag aaaccacgag tccttcggtg 720 
ctcaacootg ctgtgactgc cttcagtacc 780 
gatcgotggc aggtggactt ggacagcctc 840 
gctttcctgt atgggaaaaa aagcaaagtg 900 
aaactctaca gctgcacacc ccggaacttc 960 
ocagatacca tattctggcc aggttgtttt 1020 
tgttgtctcc ataattgcaa tgaatgtcag 1080 
catgaggtcc ttcagttgag accaaaaoct 1140 
gatgtggctc tggaacacca cgaggaatgt 1200 
taactgcagc cttcgtagca gcacacgtga 1260 
accttcatcc ccaccagcgt tggccgcogg 1320 
agatcttact cgtctccaac caaattctca 1380 
gacttcaagt gtcttctoaa agaccagagg 1440 
accg 1474 
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Met Leu Leu Leu Gly Leu Leu Leu Leu Thr Ser Ala Leu Ala Gly Gin 

15 10 15 

Arg Thr Gly Thr Arg Ala Glu Ser Asn Leu Ser Ser Lys Leu Gin Leu 
20 25 30 

Ser Ser Asp Lys Glu Gin Asn Gly Val Gin Asp Pro Arg His Glu Arg 
35 40 45 

Val Val Thr He Ser Gly Asn Gly Ser He His Ser Pro Lys Phe Pro 
50 55 60 

His Thr Tyr Pro Arg Asn Met Val Leu Val Trp Arg Leu Val Ala Val 
65 70 75 80 

Asp Glu Asn Val Ar_a I l.e .Gin Leu Thr Phe Asp Glu Arg Phe Gly Leu 

85 90 95 

Glu Asp Pro Glu Asp Asp He Cys Lys Tyr Asp Phe Val Glu Val Glu 
100 105 110 

Glu Pro Ser Asp Gly Ser Val Leu Gly Arg Trp Cys Gly Ser Gly Thr 

115 120 125 

Val Pro Gly Lys Gin Thr Ser Lys Gly Asn His He Arg He Arg Phe 

130 135 140 

Val Ser Asp Glu Tyr Phe Pro Ser Glu Pro Gly Phe Cys He His Tyr 
145 150 155 160 

Ser He He Met Pro Gin ValThr Glu Thr Thr Ser Pro Ser Val Leu 

165 170 175 

Pro Pro Ser Ser Leu Ser Lei Asp Leu Leu Asn Asn Ala Val Thr Ala 
180 185 190 

Phe Ser Thr Leu Glu Glu Leu He Arg Tyr Leu Glu Pro Asp Arg Trp 
195 200 205 

Gin Val Asp Leu Asp Ser Leu Tyr Lys Pro Thr Trp Gin Leu Leu Gly 

210 215 220 

Lys Ala Phe Leu Tyr Gly Lys Lys Ser Lys Val Val Asn Leu Asn Leu 
225 230 235 240 

Leu Lys Glu Glu Val Lys Leu Tyr Ser Cys Thr Pro Arg Asn Phe Ser 

245 250 255 

Val Ser He Arg Glu Glu Leu Lys Arg Thr Asp Thr He Phe Trp Pro 
260 265 270 

Gly Cys Leu Leu Val Lys Arg Cys Gly Gly Asn Cys Ala Cys Cys Leu 
275 280 285 
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His Asn Cus Asn Glu Cys Gin Cys Vol Pro Arg Lys Vol Thr Lys Lys 

290 295 300 

Tyr His Glu Vol Leu Gin Leu Arg Pro Lys Thr Gly Vol Lys Gly Leu 
305 310 315 320 

His Lys Ser Leu Thr Asp Vol Ala Leu Glu His His Glu Glu Cys Asp 

325 330 335 

Cys Vol Cys Arg Gly Asn Ala Gly Gly 
340 345 
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